and EC 50 values were calculated using GraphPad Prism.
Supplementary Figure 4
Protein Figure S4 . Expanded WT1-specific CD8 + T cells show similar functional avidities compared to expanded virus-specific CD8 + T cells. BLAST search (http://blast.ncbi.nlm.nih.gov) was performed using three WT1 epitope sequences, which were described to be presented on HLA-DR molecules (Doubrovina, 2012) . Search was done against protein databases of Aspergillus sp., Candida sp., and several human viruses (EBV, AdV, VSV, CMV, and Influenza). Selected peptide sequences are shown, predicted HLA-DR anchor amino acids (according to Southwood et al., 1998) in position one and six are marked in green, if additionally conserved to the WT1 peptide sequence amino acids in red.
